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alcohol dehydrogenase * Poor sequencing in the genome database to lead to TEQG_05348 shorter coding region than other FMO homologs. n.a 9-OH 9.79 (1H, s) C-9, C-8, C-9a 10-OH 14.9 (1H, s) C-10, C-9a, C-9 14-OH(a) 15.37 (1H, brs) n.a: not assigned 1.66, s 25.7 10-OH 14.86, s C-10, C-10a, C-9a 9-OH 9.85, s C-9, C9a, C-8 n.a: not assigned
